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ApoA-I deficiency increases cortical amyloid
deposition, cerebral amyloid angiopathy,
cortical and hippocampal astrogliosis, and
amyloid-associated astrocyte reactivity in
APP/PS1 mice
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Brennan J. Wadsworth2, Jerome Robert1,2, Kris M. Martens4 and Cheryl L. Wellington1,2*

Abstract

Background: Alzheimer’s disease (AD) is defined by amyloid beta (Aβ) plaques and neurofibrillary tangles and
characterized by neurodegeneration and memory loss. The majority of AD patients also have Aβ deposition in cerebral
vessels known as cerebral amyloid angiopathy (CAA), microhemorrhages, and vascular co-morbidities, suggesting
that cerebrovascular dysfunction contributes to AD etiology. Promoting cerebrovascular resilience may therefore be a
promising therapeutic or preventative strategy for AD. Plasma high-density lipoproteins (HDL) have several vasoprotective
functions and are associated with reduced AD risk in some epidemiological studies and with reduced Aβ deposition and
Aβ-induced inflammation in 3D engineered human cerebral vessels. In mice, deficiency of apoA-I, the primary protein
component of HDL, increases CAA and cognitive dysfunction, whereas overexpression of apoA-I from its native promoter
in liver and intestine has the opposite effect and lessens neuroinflammation. Similarly, acute peripheral administration of
HDL reduces soluble Aβ pools in the brain and some studies have observed reduced CAA as well. Here, we expand upon
the known effects of plasma HDL in mouse models and in vitro 3D artery models to investigate the interaction of
amyloid, astrocytes, and HDL on the cerebrovasculature in APP/PS1 mice.

Methods: APP/PS1 mice deficient or hemizygous for Apoa1 were aged to 12months. Plasma lipids, amyloid plaque
deposition, Aβ protein levels, protein and mRNA markers of neuroinflammation, and astrogliosis were assessed using
ELISA, qRT-PCR, and immunofluorescence. Contextual and cued fear conditioning were used to assess behavior.
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Results: In APP/PS1 mice, complete apoA-I deficiency increased total and vascular Aβ deposition in the cortex but not
the hippocampus compared to APP/PS1 littermate controls hemizygous for apoA-I. Markers of both general and vascular
neuroinflammation, including Il1b mRNA, ICAM-1 protein, PDGFRβ protein, and GFAP protein, were elevated in apoA-I-
deficient APP/PS1 mice. Additionally, apoA-I-deficient APP/PS1 mice had elevated levels of vascular-associated ICAM-1 in
the cortex and hippocampus and vascular-associated GFAP in the cortex. A striking observation was that astrocytes
associated with cerebral vessels laden with Aβ or associated with Aβ plaques showed increased reactivity in APP/PS1
mice lacking apoA-I. No behavioral changes were observed.

Conclusions: ApoA-I-containing HDL can reduce amyloid pathology and astrocyte reactivity to parenchymal and vascular
amyloid in APP/PS1 mice.

Keywords: Alzheimer’s disease, High-density lipoproteins, Apolipoprotein A-I (apoA-I), Amyloid beta, Cerebral amyloid
angiopathy, Neuroinflammation, Astrogliosis, Cerebrovasculature

Background
Alzheimer’s disease (AD) is a neurodegenerative disease
affecting 50 million people worldwide [1] with no
disease-modifying therapy [2]. Amyloid beta (Aβ) pla-
ques and neurofibrillary tangles are the neuropatho-
logical hallmarks of AD, and Aβ is the most common
target in ongoing clinical trials [2]. The majority of AD
patients have co-morbid vascular diseases and cerebro-
vascular pathologies including microinfarcts, cerebral
atherosclerosis, and arteriolosclerosis [3, 4]. Most also
have Aβ deposition in cerebral arteries, known as cere-
bral amyloid angiopathy (CAA) [5]. Promoting cerebro-
vascular resilience may therefore be an attractive
approach towards treating or preventing AD.
Plasma high-density lipoproteins (HDL) are well-estab-

lished to provide resilience to atherosclerotic cardiovas-
cular disease [6, 7]. In addition to its role in reverse
cholesterol transport, other vasoprotective functions of
HDL include promoting endothelial nitric oxide (NO)
synthase activity, reducing inflammation, and suppress-
ing vascular adhesion molecule expression [8–12]. Im-
portantly, aging and vascular disease can impair these
functions [8, 13–15]. Using a novel model of 3D bioengi-
neered human arteries, we recently identified additional
HDL functions that are directly relevant to AD patho-
genesis and involve the human cerebrovasculature. Spe-
cifically, we found that HDL circulated through the
lumen of bioengineered human arteries prevents Aβ de-
position within the bioengineered arterial wall, promotes
Aβ transport from “brain” to “blood”, and attenuates
Aβ-induced monocyte adhesion to endothelial cells both
in monoculture and in engineered arteries [16, 17].
Considerable human data support a role for HDL in re-

ducing AD risk. Two recent large genome wide associ-
ation studies (GWAS) identified gene sets for lipoprotein
metabolism and HDL components, namely APOE,
ABCA1, APOC1, APOM, APOA2, PON1, CLU, LCAT,
CETP, and APOAI, that were significantly associated with
AD risk [18, 19]. Epidemiological studies, especially those

that measure baseline high-density lipoprotein cholesterol
(HDL-C) levels at middle age, have found significant asso-
ciations between elevated plasma HDL-C levels and
reduced AD risk and memory impairments [20–27]. Al-
though other studies have found no relationship between
HDL-C and cognitive impairment [28–33], many of these
measured baseline HDL-C levels in aged subjects [32, 33]
or had a relatively short follow-up [31, 33].
Studies in mice also support a protective role for HDL in

AD pathogenesis. APP/PS1 mice lacking apoA-I
(apoA-IKO) have more CAA [34] with no significant
change in total amyloid burden [35, 36] or neuroinflamma-
tion [34]. Conversely, increasing HDL levels in Aβ overex-
pressing mice, either through transgenic overexpression or
upon treatment with an apoA-I mimetic, resulted in re-
duced CAA [37], lower amyloid plaque load [38–41], and
attenuated neuroinflammation [37–39, 41]. Others have
administrated reconstituted HDL, recombinant apoA-I,
and apoA-I mimetics to APP/PS1 or other AD model mice
and similarly observed improvements in memory, neuroin-
flammation, and CAA, and some also observed reduced
total soluble Aβ levels and Aβ deposition [39, 41–43]. In
the present study, we used APP/PS1 mice deficient or
hemizygous for apoA-I to extend these previous in vivo
studies, confirm a clear role for apoA-I on cortical CAA
and on cortical and hippocampal inflammation, and report
a novel interaction among apoA-I, astrogliosis, and vascu-
lar and parenchymal amyloid.

Materials and methods
Animals
All procedures involving animals were approved by the
Canadian Council of Animal Care and the University of
British Columbia Committee on Animal Care. APP/PS1
mice (Jackson laboratories, B6.Cg-Tg(APPswe,PSEN1dE9)
85Dbo/Mmjax, MMRRC stock no: 34832-JAX) on a
C57Bl/6 background co-express two transgenes from the
murine prion promoter: a chimeric mouse/human amyloid
precursor protein (APP) cDNA containing the Swedish
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(K670M/N671 L) mutations, and the human presenilin-1
(PS1) gene deleted for exon 9 [44]. APP/PS1 mice were first
bred with apoA-I-deficient mice with targetted disruption
in Apoa1(Jackson Laboratories, B6.129P2-Apoa1tm1Unc/J,
Stock no: 002055, also on a C57Bl/6 background) to pro-
duce an F1 generation hemizygous for both Apoa1tm1Unc

and APP/PS1 transgenes. These animals where then back-
crossed to apoA-I knockouts (homozygous for Apoa1t-
m1Unc) to produce F2 male and female mice of four
genotypes: APP/PS1 mice hemizygous for Apoa1 (APP/PS1
apoA-IHEM), APP/PS1 mice with complete Apoa1 defi-
ciency (APP/PS1 apoA-IKO), nontransgenic littermates
hemizygous for Apoa1 (WT apoA-IHEM), and nontrans-
genic littermates deficient in Apoa1 (WT apoA-IKO). Al-
though APP/PS1 mice on a pure C57Bl/6 background have
an increased seizure risk, we selected this strain to maintain
genetic homogeneity throughout this breeding strategy.
Overall, 80% of the animals survived until the end of the
experiment, with specific survival rates of 66% for APP/PS1
mice, 63% for APP/PS1 apoA-IHEM mice, and 74% for
APP/PS1 apoA-IKO mice (Additional file 1: Figure S1a and
b). While this breeding strategy was successful in generat-
ing N = 6–8 mice per group, insufficient animals survived
to yield sex-specific cohorts. We therefore used mixed
sexes, which is an acknowledged limitation of this study,
yet tracking of individual animals throughout the study
showed no clear sex bias throughout the results and justi-
fies the use of pooled sexes.

Tissue collection
Mice were fasted for 4 h prior to anesthetization by intra-
peritoneal injection of 20mg/kg xylazine (Bayer) and 150
mg/kg ketamine (Bimeda-MTC). Blood was collected by
cardiac puncture in ethylenediaminetetraacetic acid
(EDTA)-containing syringes, centrifuged at 21,000g for 10
min at 4 °C, and the resulting plasma was stored at − 80 °C
until use. Mice were then perfused for 6min with ice-cold
phosphate-buffered saline (PBS) containing 2500U/L hep-
arin at 6mL/min. Brains were excised and bisected in the
sagittal plane. A 2 × 5 mm piece of parietal cerebral cortex
was removed and stored separately for RNA analysis. The
piece of brain for RNA analysis and the remaining
half-brain were snap-frozen on dry ice and stored at − 80 °
C until use. The remaining half-brain was fixed in 4%
paraformaldehyde (PFA) for 2 days at 4 °C followed by
storage in PBS containing 30% sucrose and 0.1% sodium
azide at 4 °C.

Plasma lipid measurements
Plasma HDL cholesterol (HDL-C), low-density lipoprotein
cholesterol (LDL-C), and total cholesterol levels were mea-
sured using Wako kits (Category no: 997-01301 for
HDL-C, 993-00404 and 999-00504 for LDL-C, and 999-
02601 for total cholesterol) as per the manufacturer’s

directions adapted for 96-well microplates. Plasma samples
were randomized, and the researcher performing the mea-
surements was blinded to sample genotype. Plasma lipids
were analyzed in N = 6–7 mice per genotype.

Histology
Immunofluorescence triple co-staining was performed to
visualize endothelial cells (cluster of differentiation 31;
CD31), amyloid beta plaques (X-34), and activated astro-
cytes (glial fibrillary acidic protein; GFAP) as follows. Cryo-
protected half brains were sectioned at 40 μm on a Leica
CM3050 Research Cryostat and stored in PBS containing
0.1% sodium azide until staining. Three sections from each
half-brain were selected from the anterior to posterior
hippocampus at 200-μm intervals and mounted on Super-
frost Plus slides. Antigen retrieval was performed with cit-
rate buffer (10mM citric acid, 0.05% Tween 20, pH 6.0) at
95 °C for 5min followed by washing with PBS, tissue
permeabilization with 0.25% Triton X-100 in PBS for 30
min, and blocking with 5% donkey serum and 1% BSA and
0.3% Triton X-100 in PBS for 60min. Sections were incu-
bated in primary antibodies for CD31 (Abcam, ab28364,
1:200 dilution), GFAP Alexa Fluor 488 (eBiosceince,
53-9892-80 1:400 dilution), or ICAM-1 (R&D, AF796, 1:50
dilution) in 5% donkey serum, 1% BSA, and 0.3% Triton
X-100 in PBS overnight at 4 °C. After washing with PBS,
sections were incubated with secondary antibodies for 60
min at room temperature. Secondary antibodies were as
follows: goat anti-rabbit Alexa Fluor 594 antibody (Life
Tech, A11012, 1:600 dilution) to detect CD31 on its own
and when co-stained with GFAP, goat anti-rabbit Alexa
Fluor 647 antibody (Life Tech, A27040, 1:400 dilution) to
detect CD31 co-stained with ICAM-1, and donkey
anti-goat Alexa Fluor 594 antibody (Life Tech, A-11058,
1:400 dilution) to detect ICAM-1. Sections were then
washed with PBS. Amyloid staining was subsequently per-
formed with X-34 (Sigma-Aldrich, SML 1954, 2 μM in
PBS-T) for 20–30min followed by washing with 40% etha-
nol in PBS then PBS alone. Coverslips were mounted onto
slides in prolong antifade (Invitrogen, P36970), and slides
were stored at 4 °C until imaging with an Axio Scan.Z1
(Zeiss). Brain sections were randomized, and the re-
searcher performing the staining was blinded to sample
genotype. The cellular localization of ICAM-1 expression
was visualized using an LSM 880 confocal laser scanning
microscope (Zeiss).

Image analysis
Image analysis was performed with ImageJ (NIH) by a
researcher blinded to sample genotype as illustrated in
Additional file 1: Figure S2. Exported images for each
channel were converted to 8-bit black and white images.
The threshold for positive and negative pixels was
manually determined for X-34 and GFAP images using
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histogram-based segmentation then applied to all of the
images of that channel. Due to regional variation in
CD31 staining, auto-local thresholding using the Bern-
sen method was performed on CD31 images. Cortical
and hippocampal regions were manually selected and
saved as “regions of interest” (ROIs) for each section.
Total CD31, X-34, and GFAP-positive area was mea-
sured in the threshold segmented cortical and hippo-
campal ROIs and normalized to the total ROI area.
Vascular GFAP was quantified as the GFAP-positive area
associated with CD31 in each region whereby a mask of
the segmented CD31 image for a section was created
then applied to the segmented GFAP image of the same
section. The GFAP-positive area within the CD31 mask
was measured then normalized to the total CD31-posi-
tive area within the ROI. Plaque-associated GFAP was
similarly quantified as the GFAP-positive area associated
with X-34 in each region whereby a mask of the seg-
mented X-34 image for a section was created then ap-
plied to the segmented GFAP image of the same section.
The GFAP-positive area within the X-34 mask was mea-
sured then normalized to the total X-34-positive area
within the ROI.
Total and vascular ICAM-1 quantification was per-

formed using the same techniques as described above to
measure total and vascular GFAP. Parenchymal ICAM-1
-positive area was calculated as the difference between
total and vascular ICAM-1-positive area in the cortical
and hippocampal regions.
CAA was quantified using methods similar to that pub-

lished in Nature Protocols by Wilcock et al. in 2006 [45],
which has been used by many others [37, 46, 47] including
in the study by Lefterov et al. using apoA-I-deficient APP/
PS1 mice [34]. A mask containing areas of vascular amyl-
oid was created by manually discriminating vascular amyl-
oid from parenchymal plaques in segmented X-34 images
based on morphology, as illustrated in Additional file 1:
Figure S3. Identification of vascular versus parenchymal
amyloid was performed on inverted images to ease
visualization. These vascular amyloid masks were then ap-
plied back onto segmented X-34 images, and the percent
positive area was measured and normalized to total area of
the cortical ROI to give percent cortical CAA area. The
X-34-positive area within the vascular amyloid mask was
then used to create a new CAA mask. This CAA mask was
then applied to a mask of vascular GFAP created as above.
The vascular GFAP-positive area within the CAA mask
was measured and normalized to CAA area to give the
percent area of CAA associated with vascular GFAP.
The above analysis steps, excluding the drawing of cor-

tical and hippocampal ROIs and vascular amyloid areas,
were repeated for each section using an automated ImageJ
macro. The full macro text for the imaging strategy is
available in Additional file 2. Additional file 1: Figure S2

shows schematics illustrating the image analysis process.
Analysis of vessel diameter and tortuosity was performed
with Vesselucida 360 software (MBF Bioscience) using
CD31 as the vessel marker. For amyloid staining, N = 4–5
animals per genotype were used, and for CD31, GFAP,
and ICAM-1 staining, N = 5–6 animals per genotype were
used.

Protein extraction
Protein from half-brains was serially extracted to produce
soluble and insoluble protein fractions. Half-brains were
first homogenized with a Tissuemite homogenizer for 20 s
in carbonate buffer (10mmol/L carbonate, 50mmol/L so-
dium chloride, cOmplete protease inhibitor tablet, pH
11.5) then sonicated. Homogenates were cleared by centri-
fugation at 12,500g for 45min at 4 °C. The resulting super-
natant was neutralized with 1.5 volumes Tris (1mol/L
Tris, pH 6.8) and labeled as the soluble fraction. The pellet
was resuspended in 1mL of guanidine hydrochloride (5
mol/L guanidine hydrochloride in 1mol/L Tris, pH 8.0) by
pipetting followed by rotation overnight at room
temperature and labeled as the insoluble fraction. Soluble
and insoluble extracts were stored at − 80 °C until use.
Lysate protein concentrations were determined using the
DC Protein assay kit (BioRad).

Elisa
Human Aβ40 (KHB-3482, ThermoFisher, 1:20, 1:2500),
human Aβ42 (KHB-3442, ThermoFisher, 1:40, 1:2500),
and murine apoE (3752-1HP-2, ThermoFisher, 1:20,
1:200) levels were measured in carbonate soluble and
guanidine hydrochloride insoluble half-brain lysates
using commercial sandwich ELISA kits according to the
manufacturer’s instructions. Murine GFAP (NS830,
Millipore, 1:400), intercellular adhesion molecule 1
(ICAM-1) (ab100688, Abcam, 1:2), vascular cell adhe-
sion molecule (VCAM-1) (ab100750, Abcam, 1:2000),
platelet-derived growth factor receptor beta (PDGFRβ)
(MBS919047, MyBioSource, 1:10), interleukin 1 beta
(IL-1β) (K15245D, MesoScale Discovery, 1:2), and tau
(K15121D, MesoScale Discovery, 1:50) levels were mea-
sured in carbonate soluble half-brain lysates using com-
mercial sandwich or MesoScale Discovery ELISA kits
according to the manufacturer’s instructions. Data points
were interpolated from a standard curve using a
4-parameter nonlinear regression curve fitting and nor-
malized to total soluble protein concentration. Brain ly-
sates were randomized and the researcher performing
the ELISAs was blinded to sample genotype. For apoE
ELISA, N = 6 mice per genotype were used. For Aβ
ELISA, N = 5–7 mice per genotype were used. For IL-1β,
ICAM-1, VCAM-1, and PDGFRβ ELISA, N = 5–19 mice
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per genotype were used. For GFAP ELISA, N = 6–14
mice per genotype were used.

RNA isolation and RT-qPCR
RNA was extracted from parietal cerebral cortices using
Trizol (Invitrogen) and treated with DNaseI (Life Technolo-
gies) prior to cDNA synthesis. cDNA was generated using
the Taqman Reverse Transcription Kit (ThermoFisher,
N8080234). RT-qPCR was performed using the Light Cy-
cler 96 Real-Time PCR System (Roche) and FastStart Es-
sential DNA Green Master Mix (Roche). Expression of
murine Abca1 (Fwd: CTGACCTATGTGCTGCCGTA;
Rev.: GAGCCGGTCATCAATCTCAT) and murine Il1b
(Fwd: TTGACGGACCCCAAAAGA; Rev.: CAGCTTCTC
CACAGAGCCACA) were normalized to murine β-actin
(Fwd: ACGGCCAGGTCATCACTATTG; Rev.: CAAG
AAGGAAGGCTGGAAAAG). RNA homogenates were
randomized, and the researcher performing the qRT-PCR
was blinded to sample genotype. For Apoe and Il1b mRNA
analyses, N = 7–12 mice per genotype were used.

Contextual and cued fear conditioning
Training
During training, mice were placed in an illuminated
compartment of a shuttle box (Med Associates Inc., St.
Albans, VT) and allowed to habituate to the internal
testing environment for 120 s. After the habituation
period, an 80-dB auditory cue was played for 30 s. Dur-
ing the last 2 s of the auditory cue, a mild foot shock
(0.3 mA) was administered. Shocked mice were left
undisturbed in the testing chamber for an inter-trial
interval (ITI) of 60 s, after which mice were presented
with a second identical tone, which was called the shock
trial. After the second tone, shocked mice were again left
undisturbed in the testing chamber for 60 s.

Context testing
Twenty-four hours after training, mice were tested for
their ability to remember the context in which they re-
ceived the foot shock. Mice were placed in the same illu-
minated compartment and observed for the presence/
absence of a freezing response over 5 min. During this
time, mice were not exposed to the tone or shock and the
percent freezing time was measured using the ANY-Maze
system (Stoelting Co., Wood Dale, IL). Contextual testing
included N = 7–23 mice per genotype.

Cued testing
One hour following context testing, mice were tested for
their ability to remember the 80-dB auditory cue pre-
sented during the training session. Testing was conducted
in an environment different from the training and context
testing session (darkened compartment, false floor placed
over the steel rods of the shuttle box, different cleaning

solution). Mice were placed in the darkened compartment
and allowed to habituate for 120 s, followed by the 80 dB
auditory cue for 120 s. After the tone, mice were left un-
disturbed in the testing chamber for 60 s and percent
freezing time was measured using the ANY-Maze system.
Cued testing included N = 7–23 mice per genotype.

Statistical analysis
All statistical analyses were performed with GraphPad
Prism 7; p values < 0.05 were considered statistically sig-
nificant. For the analysis of all non-amyloid data, statistical
comparisons were made by two-way ANOVA considering
APP/PS1 genotype as one factor and apoA-I genotype as a
second factor (omnibus analysis) followed by Sidak’s mul-
tiple comparisons test if significant factor or interaction
effects were observed. Analysis of Aβ levels, amyloid
plaque area, and CAA were performed with unpaired t
test or Mann-Whitney test for parametric and non-para-
metric data, respectively.

Results
Loss of apoA-I significantly reduces plasma total and HDL
cholesterol levels
By omnibus two-way ANOVA, apoA-I deficiency signifi-
cantly reduced plasma total cholesterol (p = 0.013),
HDL-C (p < 0.0001), and LDL-C levels (p = 0.048)
(Fig. 1a–c) relative to apoA-IHEM mice, as previously re-
ported [48, 49]. HDL-C was the cholesterol pool most af-
fected by the complete loss of apoA-I with reductions
from 48.3mg/dL to 14.6mg/dL (p = 0.011) in WT
apoA-IKO vs. WT apoA-IHEM mice and from 50.1mg/dL
to 8.3mg/dL (p = 0.003) in APP/PS1 apoA-IKO vs. APP/
PS1 apoA-IHEM mice. Plasma cholesterol pools were not
affected by APP/PS1 genotype. ApoA-I genotype did not
affect soluble (Fig. 1d) or insoluble (Fig. 1e) brain apoE
protein levels or cortical Apoe mRNA expression (Fig. 1f),
although insoluble apoE protein levels in the brain were
significantly higher in APP/PS1 mice compared to WT
controls overall (p < 0.0001) (Fig. 1e).

ApoA-I deficiency increases cortical parenchymal and
vascular amyloid burden of APP/PS1 mice
Histological examination of X-34-stained sections
showed that apoA-I deficiency led to significantly greater
amyloid burden in the cortex, an increase from a mean
of 0.28% to 0.91% cortical area (Fig. 2a, b) (p = 0.001 by
unpaired t test), but not in the hippocampus (Fig. 2c, d)
of APP/PS1 mice. Consistent with a previous study [34],
we also observed significantly increased cortical CAA
from a mean of 0.01% to 0.05% cortical area in APP/PS1
apoA-IKO compared to APP/PS1 apoA-IHEM mice (p =
0.016 by Mann-Whitney test) (Fig. 2e, f ). CAA was not
observed in the hippocampus in any mice. These obser-
vations suggest that apoA-I protects against Aβ
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deposition in the walls of cortical arteries, which may in
turn reduce parenchymal amyloid deposition in the sur-
rounding cortex.
Biochemical analysis of total soluble and insoluble Aβ40

and Aβ42 pools in half-brain homogenates revealed no dif-
ferences by apoA-I genotype, although soluble Aβ40, insol-
uble Aβ40, and insoluble Aβ42 were all very slightly and
non-significantly increased in APP/PS1 apoA-IKO vs. APP/
PS1 apoA-IHEM mice (Fig. 2g–j). The lack of a significant
effect of apoA-I genotype on Aβ levels, despite the signifi-
cant increase in cortical amyloid deposition, may be due to
a region-specific effect of apoA-I on amyloid that is not de-
tectable in crude half-brain homogenates. Indeed, im-
munofluorescence analysis (described above) confirms that
apoA-I genotype influences amyloid plaque burden in the
cortex but not in the hippocampus.
Although no significant differences in tau or p-tau were

observed by APP/PS1 genotype, total tau levels (Fig. 2k)
were significantly higher and p-tau levels (Fig. 2l) tended
to be higher in apoA-IKO mice compared to apoA-IHEM

mice (p = 0.041 and p = 0.054, respectively, by omnibus
two-way ANOVA). ApoA-I genotype significantly inter-
acted with APP/PS1 genotype with respect to p-tau (p =
0.023). Post-hoc Sidak’s multiple comparison tests revealed
a nearly significant increase in total tau in APP/PS1
apoA-IKO vs. APP/PS1 apoA-IHEM mice (p = 0.063) and a
significant increase in p-tau from 1.09 ng/mg in APP/PS1
apoA-IKO to 1.40 ng/mg in APP/PS1 apoA-IHEM (p =

0.026). Levels of p-tau showed a trend towards a reduction
in APP/PS1 apoA-IHEM vs. WTapoA-IHEM mice (p = 0.099
by Sidak’s multiple comparisons test). The total tau to
p-tau ratio was unaffected by loss of apoA-I (Fig. 2m).

ApoA-I deficiency increases cortical levels of pro-
inflammatory protein and mRNA markers in APP/PS1 mice
IL-1β protein levels in half-brain homogenates were ele-
vated in APP/PS1 compared to WT mice from a mean of
0.36 pg/mg and 0.42 pg/mg in WT apoA-IHEM and
apoA-IKO, respectively, to 0.79 pg/mg and 0.82 pg/mg in
APP/PS1 apoA-IHEM and apoA-IKO, respectively, (p <
0.0001 by omnibus two-way ANOVA). IL-1β protein levels
were not affected by apoA-I genotype (Fig. 3a). However,
cortical Il1b mRNA levels were significantly elevated over-
all in APP/PS1 compared to WT mice (p < 0.0001 omnibus
by two-way ANOVA) and in apoA-IKO vs. apoA-IHEM mice
(p = 0.009 by omnibus two-way ANOVA) (Fig. 3b), where
the mean expression ratio was 5.37e-11 in WTapoA-IHEM,
1.06e-10 in WT apoA-IKO, 1.51e-10 in APP/PS1
apoA-IHEM, and 2.17e-10 in APP/PS1 apoA-IKO. The dis-
crepancy between IL-1β protein and mRNA observations
may be due to both the lower limit of sensitivity for the
protein assay and regional selectivity. Brain protein and
mRNA expression of TNFα and IL-6 were also measured
but were all below limits of detection (data not shown).
We next investigated markers of inflammation

expressed specifically by cells of the blood-brain barrier.

a b c

d e f

Fig. 1 Loss of apoA-I significantly reduced plasma cholesterol levels. Plasma levels of (a) total cholesterol, (b) HDL-C, and (c) LDL-C were measured with
commercially available kits. ApoE protein in (d) soluble and (e) insoluble half-brain homogenates was measured by ELISA. f ApoemRNA expression was
measured in the parietal cerebral cortex by qRT-PCR. Points represent individual mice and bars represent mean values. Circles represent female mice, and
squares represent male mice. Omnibus analyses of apoA-I and APP/PS1 genotype effects by two-way ANOVA are displayed as exact p values below
graphs. Sidak’s multiple comparisons test results are displayed within graphs as *p< 0.05, **p< 0.01, and ***p< 0.0001. For plasma lipid and brain protein
analysis, N= 6–7 mice per genotype; for mRNA analysis N= 7–17 mice per genotype were used. apoA-I, apolipoprotein A-I; TC, total cholesterol; HDL-C,
high-density lipoprotein cholesterol; LDL-C, low-density lipoprotein cholesterol; HEM, hemizygous apoA-I genotype; KO, knockout apoA-I genotype; WT,
wildtype APP/PS1 genotype; APP/PS1, transgenic APP/PS1 genotype; apoE, apolipoprotein E
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PDGFRβ is a pericyte marker that is elevated in some
cases of neuroinflammation [50]. We observed a signifi-
cant interaction effect of APP/PS1 and apoA-I genotypes
(p = 0.026 by omnibus two-way ANOVA) on PDGFRβ
protein levels in the brain, where PDGFRβ protein tended
to be elevated only in APP/PS1 apoA-IKO mice compared
to APP/PS1 apoA-IHEM mice (p = 0.065 by Sidak’s

multiple comparisons test) (Fig. 3c). Mean PDGFRβ levels
were 5.03 ng/mg in WT apoA-IHEM, 4.56 ng/mg in WT
apoA-IKO, 3.76 ng/mg in APP/PS1 apoA-IHEM, and 5.61
ng/mg in APP/PS1 apoA-IKO. To evaluate endothelial
cell-specific inflammation, we measured protein levels of
VCAM-1 in the brain. VCAM-1 is expressed on the cell
surface of endothelial cells and assists in the adhesion of

a c e

b d f

g h

i j

k l m

Fig. 2 Cortical amyloid plaques and vascular Aβ deposition were increased the absence of apoA-I. Total (a, b) cortical and (c, d) hippocampal area
occupied by amyloid deposits and (e, f) CAA area were evaluated by staining fixed cryosections with X-34. Representative images are below graphs. g
Soluble Aβ40, h soluble Aβ42, i insoluble Aβ40, and j insoluble Aβ42 protein levels were measured in half-brain homogenates by ELISA. k Total tau and l
phosphorylated tau proteins were measured by ELISA and used to calculate the (m) phosphorylated tau/total tau ratio. All analytes were normalized to
homogenate total protein concentration. Points represent individual mice, and bars represent mean values. Circles represent female mice, and squares
represent male mice. Arrowheads in f indicate areas of CAA. Results of unpaired t test (a) and Mann-Whitney test (e) are displayed within graphs as *p<
0.05 and **p< 0.01. Omnibus analyses of apoA-I and APP/PS1 genotype effects by two-way ANOVA are displayed as exact p values below graphs (k, l).
Sidak’s multiple comparisons test results (l) are displayed within the graph as *p< 0.05. For amyloid staining, N= 4–5 mice per genotype were used; for Aβ
ELISA, N= 5–7 mice per genotype were used; for tau and p-tau ELISA, N= 6–19 mice per genotype were used. apoA-I, apolipoprotein A-I; HEM,
hemizygous apoA-I genotype; KO, knockout apoA-I genotype; WT, wildtype APP/PS1 genotype; APP/PS1, transgenic APP/PS1 genotype; CAA, cerebral
amyloid angiopathy; Aβ, amyloid beta; p-tau, phosphorylated tau; X-34, amyloid stain
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circulating immune cells to the vessel wall [11]. We
found that VCAM-1 tended to be elevated in
apoA-IKO mice compared to apoA-IHEM mice overall
(p = 0.076 by omnibus two-way ANOVA) independent
of APP/PS1 genotype (Fig. 3d). Together, these data
suggest that loss of apoA-I can exacerbate neuroin-
flammation in APP/PS1 mice, particularly in cell types
associated with the cerebrovasculature.

ApoA-I deficiency increases total ICAM-1 protein levels in
the brain, total ICAM-1 positive area in the hippocampus,
and vascular ICAM-1 levels in the cortex and
hippocampus of APP/PS1 mice
ICAM-1 is another endothelial cell adhesion molecule
that functions similarly to VCAM-1. ICAM-1 can also be
expressed in other cells such as astrocytes and microglia
[51–54]. We observed an overall effect of apoA-I genotype
on brain ICAM-1 levels with increased levels in apoA-IKO

mice (p = 0.013 by omnibus two-way ANOVA), a specific
increase in APP/PS1 apoA-IKO mice compared to APP/

PS1 apoA-IHEM mice from a mean of 0.72 ng/mg to 1.25
ng/mg (p = 0.023 by Sidak’s multiple comparisons test),
and a trend towards a significant interaction effect be-
tween apoA-I and APP/PS1 genotypes (p = 0.079 by omni-
bus two-way ANOVA) (Fig. 4a). Confocal imaging
confirmed co-localization of ICAM-1 with CD31 (Fig. 4b)
and showed that only some of the parenchymal ICAM-1
was co-localized with GFAP-positive astrocytes, suggest-
ing expression by other cell types (Fig. 4c).
The effect of apoA-I genotype on total brain ICAM-1

levels was found to be region specific using immuno-
fluorescence. Although we observed no significant differ-
ences in total cortical ICAM-1 staining by apoA-I
genotype (Fig. 4b), total ICAM-1-positive area was
increased in APP/PS1 apoA-IKO compared to APP/PS1
apoA-IHEM in the hippocampus, from 2.34% of hippo-
campal area to 4.67% (p = 0.001 by Sidak’s multiple com-
parisons test) (Fig. 4c). Interestingly, vascular-specific
ICAM-1, measured as the ICAM-1-positive area associ-
ated with CD31, was significantly elevated in both cortex
(Fig. 4d, e) and hippocampus (Fig. 4f, g) in APP/PS1

a b

c d

Fig. 3 Cortical levels of pro-inflammatory protein and mRNA markers were increased in the absence of apoA-I. a IL-1β, c PDGFRβ, and d VCAM-1 protein
levels were measured by ELISA in soluble half-brain homogenates; values were normalized to total protein concentration in the homogenates. b Il1b
mRNA expression was measured in the cortex by qRT-PCR and normalized to β-actin expression. Points represent individual mice, and bars represent
mean values. Circles represent female mice, and squares represent male mice. Omnibus analyses of apoA-I and APP/PS1 genotype effects by two-way
ANOVA are displayed as exact p values below graphs. Sidak’s multiple comparisons test results are displayed within graphs as *p< 0.05, ***p< 0.001, and
****p< 0.0001. For ELISA, N= 5–19 mice per genotype were used; for mRNA, N= 7–21 mice per genotype were used. apoA-I, apolipoprotein A-I; HEM,
hemizygous apoA-I genotype; KO, knockout apoA-I genotype; WT, wildtype APP/PS1 genotype; APP/PS1, transgenic APP/PS1 genotype; IL-1β, interleukin 1
beta; VCAM-1, vascular cell adhesion molecule 1; PDGFRβ, platelet-derived growth factor receptor beta
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apoA-IKO compared to APP/PS1 apoA-IHEM. Cortical
vascular ICAM-1 levels were 7.87% and 12.26% of
CD31-positive area in APP/PS1 apoA-IHEM and APP/
PS1 apoA-IKO, respectively (p = 0.001 by Sidak’s mul-
tiple comparisons test) (Fig. 4h, j) and hippocampal
levels were 15.02% and 24.19% (p = 0.001 by Sidak’s
multiple comparisons test) (Fig. 4k,m). Although no

differences in parenchymal ICAM-1-positive area were
observed in the absence of apoA-I (Fig. 4i, j), paren-
chymal ICAM-1-positive area was increased in the
hippocampus from 2.19% of hippocampal area in
APP/PS1 apoA-IHEM to 4.41% in APP/PS1 apoA-IKO

(p = 0.001 by Sidak’s multiple comparisons test)
(Fig. 4l, m).

a b c

d e f g

h i k l

j m

Fig. 4 Absence of apoA-I increases ICAM-1 protein levels, hippocampal parenchymal ICAM-1 levels, and both cortical and hippocampal endothelial ICAM-
1 levels. a Total ICAM-1 protein in soluble half-brain homogenates was measured by ELISA. Confocal microscopy was used to (b) identify co-localization of
ICAM-1 with the endothelial cell marker CD31 and (c) evaluate the co-localization of some ICAM-1 in the brain parenchyma with GFAP-positive astrocytes.
Total ICAM-1 staining area was visualized by immunofluorescence in cortical (d, e) and hippocampal (f, g) regions and positive staining area was
normalized to total region area (h, j, k,m). Vascular-specific and parenchymal ICAM-1 expression was visualized using immunofluorescence and shows
association of GFAP with CD31 in (h–j) cortical and (k–m) hippocampal regions, where positive co-stained area was normalized to total CD31-positive area.
Representative images for immunofluorescent data are below the graphs. Points represent individual mice, and bars represent mean values. Circles
represent female mice, and squares represent male mice. Omnibus analyses of apoA-I and APP/PS1 genotype effects by two-way ANOVA are displayed as
exact p values below graphs. Sidak’s multiple comparisons test results are displayed within graphs as *p< 0.05, **p< 0.01, ***p< 0.001, and ****p< 0.0001.
For ELISA, N= 6–19 mice per genotype were used. apoA-I, apolipoprotein A-I; HEM, hemizygous apoA-I genotype; KO, knockout apoA-I genotype; WT,
wildtype APP/PS1 genotype; APP/PS1, transgenic APP/PS1 genotype; ICAM-1, intercellular adhesion molecule 1; GFAP, glial fibrillary acidic protein; CD31,
cluster of differentiation 31. Green closed arrowheads indicate examples of vascular ICAM-1, and white open arrowheads indicate examples of
parenchymal ICAM-1
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ApoA-I deficiency exacerbates Aβ-mediated increases in
total and cerebrovascular GFAP levels in both cortex and
hippocampus
We observed a significant interaction effect between APP/
PS1 and apoA-I genotypes on total GFAP protein levels in
half-brain homogenates (p = 0.007 by omnibus two-way

ANOVA). GFAP was elevated both in APP/PS1 mice com-
pared to WT controls overall (p < 0.0001 by omnibus
two-way ANOVA) and in APP/PS1 apoA-IKO compared to
APP/PS1 apoA-IHEM mice (p = 0.030 by post-hoc Sidak’s
multiple comparisons test) (Fig. 5a). Mean GFAP protein
levels were 20.41 μg/mg in WT apoA-IHEM, 18.55 μg/mg in

a b d

c e

f h

g i

Fig. 5 Loss of apoA-I increased the reactivity of astrocytes associated with the cerebrovasculature. a Total GFAP protein levels were measured in soluble
half-brain homogenates by ELISA, and values were normalized to total protein concentration in the homogenates. GFAP staining area was visualized by
immunofluorescence in cortical (b, c) and hippocampal (d, e) regions, and positive staining area was normalized to total region area. Vascular-specific
GFAP expression was visualized using immunofluorescence and observing the association of GFAP with CD31 in cortical (f, g) and hippocampal (h, i)
regions, positive co-stained area was normalized to total CD31-positive area. Representative images for immunofluorescent data are below graphs. Points
represent individual mice, and bars represent mean values. Circles represent female mice, and squares represent male mice. Yellow arrowheads indicate
examples of areas of CD31-associated GFAP in the cortex (g) and hippocampus (i) that are quantified in (f) and (h), respectively. Omnibus analyses of
apoA-I and APP/PS1 genotype effects by two-way ANOVA are displayed as exact p values below graphs. Sidak’s multiple comparisons test results are
displayed within graphs as *p< 0.05, **p< 0.01, ***p< 0.001, and ****p< 0.0001. For GFAP ELISA, N= 6–14 mice per genotype were used; for GFAP total
and vascular staining, N= 5–6 mice per genotype were used. apoA-I, apolipoprotein A-I; HEM, hemizygous apoA-I genotype; KO, knockout apoA-I
genotype; WT, wildtype APP/PS1 genotype; APP/PS1, transgenic APP/PS1 genotype; GFAP, glial fibrillary acidic protein; CD31, cluster of differentiation 31
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WT apoA-IKO, 25.75 μg/mg in APP/PS1 apoA-IHEM, and
30.59 μg/mg in APP/PS1 apoA-IKO. Immunofluorescent
staining for GFAP confirmed the biochemical total protein
data, with an additive effect of Aβ overexpression and
apoA-I loss on GFAP staining area in the cortex (p = 0.001
for APP/PS1 vs. WT omnibus two-way ANOVA analysis;
p = 0.001 for APP/PS1 apoA-IKO vs. WT apoA-IKO; and p
= 0.040 for APP/PS1 apoA-IKO vs. APP/PS1 apoA-IHEM by
post-hoc Sidak’s multiple comparisons test) (Fig. 5b, c) and
a synergistic effect in the hippocampus (p = 0.008 inter-
action effect by omnibus two-way ANOVA; p = 0.004 for
APP/PS1 apoA-IKO vs. WT apoA-IKO; and p = 0.004 for
APP/PS1 apoA-IKO vs. APP/PS1 apoA-IHEM by Sidak’s
multiple comparisons test) (Fig. 5d, e). Cortical GFAP-posi-
tive area increased from 0.07% and 0.06% in WT
apoA-IHEM and apoA-IKO, respectively, to 0.70% in APP/
PS1 apoA-IHEM and 1.66% in APP/PS1 apoA-IKO. In the
hippocampus, GFAP-positive area was 2.27%, 1.77%,
1.65% and 4.28% in WT apoA-IHEM, WT apoA-IKO, APP/
PS1 apoA-IHEM, and APP/PS1 apoA-IKO respectively.
We next used immunofluorescence to examine the as-

sociation of CD31 and GFAP and observed a robust and
statistically significant increase in the cerebrovascular
area associated with GFAP in both the cortex and hippo-
campus of APP/PS1 apoA-IKO mice compared to APP/
PS1 apoA-IHEM mice (p = 0.008, p = 0.007, respectively,
by Sidak’s multiple comparisons test) (Fig. 5f–i). In
addition, significant elevations were observed overall in
APP/PS1 compared to WT mice (p < 0.0001 in the
cortex by omnibus two-way ANOVA) and in apoA-IKO

compared to apoA-IHEM mice (p = 0.025 and p = 0.049 in
the cortex and hippocampus, respectively, by omnibus
two-way ANOVA). Mean cortical vascular GFAP levels
were elevated from 0.21% and 0.30% of
CD31-positive vascular area in WT apoA-IHEM and
apoA-IKO, respectively, to 1.80% in APP/PS1 apoA-IHEM

mice and 3.86% in APP/PS1 apoA-IKO. In the hippocam-
pus, mean vascular GFAP levels increased from 6.86%,
6.20%, and 5.20% in WT apoA-IHEM, WT apoA-IKO, and
APP/PS1 apoA-IHEM, respectively, to 10.86% in APP/PS1
apoA-IKO. Strikingly, the elevation in vascular GFAP in
apoA-IKO mice was statistically more robust than the
changes in total GFAP-positive area in both the cortex
and the hippocampus. The total vascular area vessel
thickness, and vessel tortuosity as defined by CD31
staining were all unchanged by apoA-I genotype in the
cortex and the hippocampus (Additional file 1: Figure
S4a-h).
A closer examination of APP/PS1 mice revealed sig-

nificantly greater levels of cortical plaque-associated
GFAP in APP/PS1 apoA-IKO compared to APP/PS1
apoA-IHEM, which increased from a mean of 0.02% to
0.51% of plaque area (p = 0.030 by Mann-Whitney test)
(Fig. 5a, b), suggesting that apoA-I deficiency promotes

astrocyte reactivity to Aβ plaques. Parenchymal plaque-
associated GFAP was not significantly affected by
apoA-I genotype in hippocampus (Fig. 6c, d). We also
investigated whether astrocyte reactivity was affected by
CAA, and observed a significant elevation of GFAP area
on CAA-positive vessels from 0.17% of CAA area on
average in APP/PS1 apoA-IKO mice compared to 2.67%
in APP/PS1 apoA-IHEM controls (p = 0.023 by unpaired t
test) (Fig. 6e, g). Notably, this effect was larger in magni-
tude than the increases in either CAA levels or vascular
GFAP expression alone in APP/PS1 apoA-IKO mice
compared to APP/PS1 apoA-IHEM mice. Finally, we ob-
served a trend towards increased CAA in the areas of
vascular GFAP expression 0.04% of vascular GFAP area
on average in APP/PS1 apoA-IKO mice compared to
0.54% in APP/PS1 apoA-IHEM controls (p = 0.116 by
unpaired t test) (Fig. 6f, g). Taken together, our data sup-
port an interaction among Aβ, astrogliosis, and apoA-I.

ApoA-I deficiency does not significantly affect contextual
or cued fear memory
Others have observed that genetically altering apoA-I
levels in APP/PS1 mice affects spatial learning and mem-
ory, with increased apoA-I improving performance and
loss of apoA-I worsening performance in the Morris
Water Maze [34, 37]. We performed contextual and cued
fear conditioning tests to evaluate fear memory (Add-
itional file 1: Figure S5a and b). No significant genotype ef-
fects were observed with either test despite a trend
towards reduced performance in both APP/PS1 vs. WT
mice (p = 0.109) and in apoA-IKO vs. apoA-IHEM mice (p
= 0.077) overall in the contextual fear conditioning test.
Notably, the cohort of mice available for behavior testing
was relatively small, particularly for the APP/PS1
apoA-IKO group (n = 7); therefore, our behavior analysis
was likely underpowered.

Discussion
A better understanding of the vascular contributions to AD
may reveal attractive therapeutic targets that act systemic-
ally and therefore may not necessarily need to cross the
blood-brain barrier to have beneficial effects on the brain.
Circulating factors such as HDL, which has multiple vaso-
protective properties, could promote cerebrovascular health
by acting on the luminal side of cerebral vessels. We there-
fore aimed to confirm and extend previous findings by us
and others on the role of apoA-I on AD pathology in mice.
In agreement with Lefterov et. al. [34], here, we observed
that complete loss of apoA-I increases CAA in APP/PS1
mice. We also show for the first time that eliminating
apoA-I in APP/PS1 mice increases total cortical Aβ depos-
ition and astrogliosis in both the cortex and hippocampus.
Additionally, we observed that loss of apoA-I increased sev-
eral markers neuroinflammation and vascular inflammation
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Fig. 6 (See legend on next page.)
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within the brain. Specifically, brain levels of Il1b mRNA,
ICAM-1 protein, PDGFRβ protein, and GFAP protein were
elevated in the absence of apoA-I. Furthermore, apoA-IKO

mice showed elevated levels of ICAM-1 on endothelial cells
and GFAP-positive astrocytes in direct contact with the cer-
ebrovasculature in the cortex and hippocampus. While Lef-
terov et al. did not observe changes in amyloid pathology
or neuroinflammation in apoA-IKO mice, other groups have
increased apoA-I levels in APP/PS1 mice using transgenic
overexpression of apoA-I or by injecting apoA-I mimetics
and observed reduced cerebral amyloid and astrogliosis [37,
39–41, 43]. Finally, we found that astrocyte reactivity to
both parenchymal and vascular amyloid was increased in
apoA-I-deficient mice. Importantly, the previous study by
Lefterov et al. using compared APP/PS1 apoA-IKO mice to
APP/PS1 apoA-IWT mice whereas the current work com-
pares APP/PS1 apoA-IKO mice to APP/PS1 apoA-IHEM

mice. Although others have shown that there is a greater
difference in plasma apoA-I levels between apoA-IKO and
apoA-IHEM mice compared to apoA-IHEM and apoA-IWT

mice, the differences in genotypes used in each of these
studies may contribute to some of the differences in the
findings. Nonetheless, our observations support the hy-
pothesis that plasma HDL acts to protect cerebral vessels
not only from Aβ deposition but also from Aβ-induced
astrocyte reactivity.
The mechanisms by which circulating HDL can reduce

amyloid pathology and neuroinflammation are not com-
pletely understood but may include effects of apoA-I
within the brain and effects of HDL/apoA-I from the
periphery. ApoA-I has been shown to enter the brain par-
enchyma of mice via the blood-CSF barrier at the choroid
plexus [55]. ApoA-I that has crossed into the brain may
thus have direct anti-inflammatory effects on astrocytes
consistent with apoA-I’s anti-inflammatory effects on
other cell types [56, 57] or may reduce Aβ-induced in-
flammation by inhibiting Aβ fibrillization as has been ob-
served in vitro [17]. Alternatively, HDL may exert its
effects on the brain indirectly through actions on the cere-
brovasculature, where it would act from the lumen of
cerebral vessels on cells of the neurovascular unit without
crossing into the brain parenchyma. The latter explan-
ation appears more plausible for several reasons. First, the

levels of apoA-I observed within the brain are low com-
pared to the levels found circulating in the blood (ELISA
and immunoblot levels of apoA-I in brain interstitial fluid
are < 0.005% of plasma levels) [55]. Second, HDL has
multiple vasoprotective properties including anti-inflam-
matory activity, modulation of vessel tone, and promotion
of endothelial cell repair [58]. Third, HDL has Aβ-specific
vasoprotective functions in 3D bioengineered human ar-
teries including preventing vascular Aβ accumulation and
attenuating Aβ-induced vascular inflammation [16, 17].
Finally, previous work genetically manipulating apoA-I
levels in APP/PS1 mice found changes specifically in vas-
cular amyloid deposition without any changes to paren-
chymal plaques suggesting that the cerebrovasculature is
the most sensitive target of HDL in the brain [34, 37]. As
described above, we observed several vascular-specific
changes in APP/PS1 mice based on apoA-I genotype.
Briefly, we found increased protein levels of PDGFRβ and
ICAM-1 as well as ICAM-1-positive area on endothelial
cells and GFAP-positive astrocytes associated with the cer-
ebrovasculature. That we observed the most prominent
effects of apoA-I in the cortex is also consistent the ana-
tomical location of CAA-susceptible penetrating arteries.
Our observations of increased plaque-associated GFAP

in apoA-IKO APP/PS1 mice suggests an interaction among
Aβ, astrogliosis, and apoA-I. CAA-associated GFAP, but
not vascular GFAP-associated CAA, was significantly ele-
vated in apoA-IKO mice. Therefore, we speculate that the
loss of apoA-I increases the reactivity of astrocytes to
amyloid, as opposed to loss of apoA-I increasing astroglio-
sis first and then leading to increased amyloid deposition
as a result. In other words, the anti-inflammatory effects
of HDL in the brain are working specifically against Aβ. In
support of this hypothesis, loss of apoA-I did not signifi-
cantly affect any neuroinflammatory marker in WT mice,
which do not accumulate Aβ. Others have similarly ob-
served that the elimination of apoA-I is insufficient to ob-
serve pathological vascular changes. For example, apoA-I
deficiency alone does not cause atherosclerosis in mice
even at 15months of age on an atherosclerotic diet,
whereas apoA-I deficiency can worsen the atherosclerotic
pathology of mice lacking LDLR [59]. Interestingly, loss of
apoA-I expression may indeed be sufficient to result in

(See figure on previous page.)
Fig. 6 Loss of apoA-I increases astrocyte reactivity to Aβ plaques and vascular Aβ deposits. GFAP associated with Aβ plaques in the cortex (a, b) and
hippocampus (c, d) was visualized with immunofluorescence and normalized to total area of the region. The association of vascular-specific GFAP (GFAP
co-localized with CD31) with CAA was visualized using immunofluorescence and normalized to total cortical CAA area (e, g) and total vascular GFAP area
(f, g) in the cortex. Representative images are beside (a, c) or below (e, f) graphs. Points represent individual mice, and bars represent mean values. Circles
represent female mice, and squares represent male mice. Yellow closed arrowheads ( ) indicate examples of areas of plaque-associated or CAA-
associated GFAP, and white open arrowheads ( ) indicate examples areas of plaque or CAA not associated with GFAP. Arrowheads in (g) indicate areas
of CAA and vascular GFAP. Results of Mann-Whitney test (a) and unpaired t test (e) are displayed within graphs as *p< 0.05. For plaque and CAA area
associated with GFAP, N= 5–6 mice per genotype were used; for CAA area associated with vascular GFAP, N= 4–5 mice per genotype were used. apoA-I,
apolipoprotein A-I; HEM, hemizygous apoA-I genotype; KO, knockout apoA-I genotype; APP/PS1, transgenic APP/PS1 genotype; GFAP, glial fibrillary acidic
protein; CD31, cluster of differentiation 31; X-34, amyloid stain; CAA, cerebral amyloid angiopathy
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hypothalamic astrogliosis [60]; however, we did not ob-
serve any significant genotype effects on GFAP expression
in the hypothalamus in the current study (Additional file 1:
Figure S6a and b).
If the primary mechanism of action of HDL on

AD-relevant pathologies is through HDL’s peripheral ac-
tivities, increasing circulating HDL may be an attractive
therapeutic approach that may complement anti-amyloid
approaches. Although HDL-based therapeutics have not
yet been studied in humans for their potential benefits
against cognitive decline, several studies have investigated
whether treating vascular risk factors can affect dementia
and AD risk. Indeed, a recent systematic review and
meta-analysis found that using statins to improve lipid
health significantly reduced AD and dementia risk overall
in prospective trials; however, the single RCT performed
did not find any benefits [61].
Future research on HDL-based therapeutic approaches

for AD will benefit from the considerable safety and effi-
cacy data gathered from clinical trials using HDL formula-
tions, including recombinant apoA-I proteins, apoA-I
mimetics, and plasma-derived apoA-I, all of which were
developed to treat atherosclerosis [62, 63]. CER-001 and
MDCO-216 are recombinant proteins of the wildtype and
Milano sequences of apoA-I, respectively, which were
both well tolerated as infusions in phase II clinical trials
but were unsuccessful in meeting the primary endpoint of
reduced atherosclerosis [64–66]. ApoA-I mimetic pep-
tides, such as D-4F and L-4F, were developed to overcome
the production difficulties associated with full-length re-
combinant proteins and improve oral bioavailability. Phase
I and II clinical trials show that D-4F and L-4F are also
well tolerated but ineffective in reducing atherosclerosis
[67, 68]. A more promising therapeutic is CSL-112, a
plasma-derived, reconstituted apoA-I formulation that
was well tolerated in phase I and II clinical trials and
showed early indications of improvements to cholesterol
efflux capacity [69]. Plasma-derived pre-β HDL has also
been tested in an autologous manner whereby delipidated
HDL is infused back into the patient from which it was
obtained, an approach that is well tolerated and tends to
reduce atherosclerosis [70]. Subjects are currently being
recruited for phase III trials for both of these plasma-de-
rived HDL formulations. Direct upregulation of apoA-I
transcription has also been attempted with the small mol-
ecule RVX-208; however, establishing an appropriate dose
to balance efficacy and safety has proven difficult [71, 72].
Despite the mixed data on efficacy in treating atheroscler-
osis, the abundant information on safety and tolerability
in clinical trials is promising for the potential repurposing
of HDL-based therapeutics for AD.
In addition to the potential of HDL as an AD thera-

peutic, HDL may be a valuable tool to prevent or treat the
cerebrovascular adverse effects of other AD therapies.

Anti-Aβ monoclonal antibodies are one of the major drug
types currently in phase II and III clinical trials for AD
[73]. The success of these drugs is still to be determined
through ongoing trials, but it has become clear that
amyloid-related imaging abnormalities (ARIA) [74, 75]
found on MRI indicating cerebrovascular edema are a po-
tential adverse effect. ARIA in anti-Aβ monoclonal anti-
body trials is thought to result from the vascular
accumulation of Aβ42 that is solubilized from plaques by
the therapeutic antibodies and cleared from the brain via
periarterial pathways [76]. The present work showing that
apoA-I reduces vascular Aβ deposition and the recent
work by our group with 3D engineered human arteries
showing that HDL can specifically prevent Aβ42 vascular
accumulation suggests that HDL may be a valuable com-
panion therapeutic to administer in conjunction with
anti-amyloid therapies to prevent or treat ARIA. Our find-
ings also suggest that HDL may be a valuable tool in the
treatment of CAA-related inflammation (CAARI). CAARI
is a form of CAA presenting as an MRI abnormality simi-
lar to ARIA but with an acute onset and the presence of
inflammation and amyloid deposition together [77]. We
showed in the present study that lack of apoA-I exacer-
bates astrocyte reactivity to vascular Aβ; therefore,
HDL-based therapeutics may have a unique ability to
protect against CAARI by suppressing the reactivity of im-
mune cells to CAA.
Our study has several limitations. First, our breeding

strategy was designed to maximize the production of mice
with a total absence of apoA-I rather than produce control
animals with wildtype levels of apoA-I. Nevertheless, our
observation of a robust reduction in HDL-C levels between
apoA-IHEM and apoA-IKO mice is consistent with previous
literature showing that the difference in plasma HDL-C
levels is indeed larger in magnitude between apoA-IHEM

and apoA-IKO mice compared to apoA-IHEM and
apoA-IWT mice. Therefore, we posit that the apoA-IHEM

and apoA-IKO cohorts in this study are sufficient to test
the hypothesis that reducing plasma HDL-C levels worsens
cerebrovascular phenotypes in APP/PS1 mice. Further lim-
itations include use of mixed sexes and analysis at a single
age. It is well known that in humans, females have a higher
risk of AD than males and their disease progresses more
quickly upon diagnosis [78]. Although we were unable to
make statistical comparisons based on sex due to limita-
tions in breeding and survival of animals of each genotype
and sex, male and female mice are distinguished visually in
all of our presented data and no clear sex bias is evident
even though the sex of the mice was not balanced between
groups. Aging is another major risk factor for AD that we
did not extensively investigate, as our study examines mice
at 12months of age when amyloid pathology is well devel-
oped. A technical limitation in this study is our limited in-
vestigation of the interaction of the vasculature, amyloid,
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ICAM-1 and astrogliosis by the method of immunofluor-
escence. While we were conservative in our investigation
by only analyzing amyloid, CD31, ICAM-1 and GFAP that
were completely associated, it is possible that some associ-
ation could arise from the overlap of these markers in dif-
ferent planes due to the z-stack imaging technique used to
visualize the brain sections. A second technical limitation
is that biochemical analysis was only evaluated in crude
half-brain homogenates; therefore, our ability to detect re-
gion-specific changes was limited for biochemical assess-
ments. Finally, our ability to detect significant genotype
effects on memory performance is limited by relatively
small cohorts that survived until analysis.
Despite these limitations, this study makes significant

progress in developing a strong rationale to test HDL as a
therapeutic agent in AD that specifically targets the vascu-
lature. The work by both Lewis et al. and Lefterov et al.
showing that genetic manipulation of apoA-I can specific-
ally affect CAA has not been confirmed since the original
publications in 2010. Our study also expands upon the
role of apoA-I in cerebrovascular health by showing that
loss of apoA-I increases Aβ within the brain and exacer-
bates the potentially pathological reactivity of astrocytes to
vascular and parenchymal Aβ. Some groups have already
begun to evaluate the potential benefits of apoA-I mi-
metics or reconstituted HDL in AD mice and have ob-
served benefits with respect to amyloid pathology, CAA,
and whole brain neuroinflammation [38–41], although
not all studies found significant improvements or reported
data for all of these pathologies. Our current study dem-
onstrates that the investigation of vascular-specific
pathologies, including CAA and cerebrovascular astroglio-
sis, may be critical in future studies using HDL-based
therapeutics to target AD pathology in general and
vascular-specific amyloid pathologies including CAA,
ARIA, and CAARI.

Conclusions
We confirm previous findings that HDL reduces CAA
and neuroinflammation and extend previous work by
showing that HDL specifically prevents cerebrovascular
astrogliosis and astrocyte reactivity to Aβ deposited in
both parenchymal plaques and in the cerebrovascula-
ture. This work furthers our understanding of how HDL
affects brain health, likely through the circulation, and
suggests that targeting systemic HDL may improve cere-
brovascular health in humans to protect against amyloid
and neuroinflammatory pathologies in AD.
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Additional file 1: Figure S1. Survival rates for (a) female and (b) male
mice with known genotype upon death or experiment endpoint. Log-
rank test p values are shown below graphs. Figure S2. Analysis strategy
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image. Figure S3. Morphological discrimination of vascular versus paren-
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parenchymal (green circles) amyloid indicated. Figure S4. Total vascular
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sualized by immunofluorescence in the hypothalamus. (b) Representative
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apolipoprotein A-I; HEM, hemizygous apoA-I genotype; KO, knockout
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acidic protein. (PDF 2870 kb)

Additional file 2: Macro text for the quantification of total amyloid,
GFAP, and vascular area, vascular astrogliosis, GFAP-associated plaques,
CAA, and CAA-associated GFAP. (DOCX 22 kb)

Abbreviations
ABCA1: Adenosine triphosphate binding cassette transporter A1;
AD: Alzheimer’s disease; apoA-I: Apolipoprotein A-I; Aβ: Amyloid beta;
CAA: Cerebral amyloid angiopathy; CD31: Cluster of differentiation 31;
GFAP: Glial fibrillary acidic protein; HDL: High-density lipoproteins; HDL-
C: High-density lipoprotein cholesterol; ICAM-1: Intercellular adhesion
molecule 1; IL-1β: Interleukin 1 beta; IL-6: Interleukin 6; LDL-C: Low-density
lipoprotein cholesterol; PDGFRβ: Platelet-derived growth factor receptor beta;
TNFα: Tumor necrosis factor alpha; VCAM-1: Vascular cell adhesion molecule
1

Acknowledgements
Not applicable.

Funding
This work was supported by operating grants from the Canadian Institutes of
Health Research (CIHR), the Canadian Consortium on Neurodegeneration
and Aging (CCNA), a Djavad Mowafaghian Centre for Brain Health Catalyst
grant, philanthropic funding from the Jack Brown and Family Alzheimer’s
Research Foundation, and the Y.P. Heung Foundation. EBB was supported by
a CIHR Doctoral Scholarship and a UBC 4-year doctoral fellowship. GKB was
supported by a UBC 4-year doctoral Fellowship. JR was supported by a
BrightFocus postdoctoral fellowship, a UBC Bluma Tischler postdoctoral fel-
lowship, and a Michael Smith Foundation of Health Research (MSFHR)/CCNA
Postdoctoral fellowship. None of the funding sources had a role in the study
design or in the collection, analysis, and interpretation of data.

Availability of data and materials
The data sets used and analyzed during the current study are available from
the corresponding author on reasonable request.

Authors’ contributions
EBB led the study design, prepared the tissue samples for analysis, performed
most biochemical measurements (ELISA, lipid measurements, qRT-PCR),
developed the histological quantification techniques, analyzed all the biochemical
and histological data, computed the statistics, interpreted the data, and led the
figure and manuscript preparation. GKB contributed to the study design, tissue
collection, and tissue preparation for analysis. AW performed all the cryosectioning
and immunofluorescence staining. SS contributed to the study design and
performed some ELISA analyses. JR contributed to developing co-staining

Button et al. Alzheimer's Research & Therapy           (2019) 11:44 Page 15 of 18

https://doi.org/10.1186/s13195-019-0497-9
https://doi.org/10.1186/s13195-019-0497-9


immunofluorescent techniques. AH assisted in the breeding during the initial
stages of this study. JF performed the molecular analysis of brain tissue
(qRT-PCR) and genotyping. KM organized the mouse breeding. CLW was a
major contributor to the study design, data interpretation, manuscript preparation,
and acquisition of funds. All authors read and approved the final manuscript.

Ethics approval and consent to participate
All procedures involving animals were approved by the Canadian Council of
Animal Care and the University of British Columbia Committee on Animal
Care (A14-0003, A14-0057).

Consent for publication
Not applicable.

Competing interests
The authors declare that they have no competing interests.

Publisher’s Note
Springer Nature remains neutral with regard to jurisdictional claims in published
maps and institutional affiliations.

Author details
1Department of Pathology and Laboratory Medicine, Djavad Mowafaghian
Centre for Brain Health, University of British Columbia, 2215 Wesbrook Mall,
Vancouver, British Columbia V6T 1Z3, Canada. 2Pathology and Laboratory
Medicine, Faculty of Medicine, University of British Columbia, Vancouver, BC
V6T 2B5, Canada. 3Department of Surgery, Providence Health Care Research
Institute, Vancouver, BC V6Z 1Y6, Canada. 4Department of Psychology, West
Virginia University, Morgantown, WV 26506, USA.

Received: 14 January 2019 Accepted: 22 April 2019

References
1. Patterson C. World Alzheimer Report 2018. The state of the art of dementia

research: New frontiers. London: Alzheimer’s Dis Int; 2018.
2. Piton M, Hirtz C, Desmetz C, Milhau J, Lajoix A, Bennys K, et al. Alzheimer’ s

disease : advances in drug development. J Alzheimers Dis. 2018;65(1):3–13.
3. Arvanitakis Z, Capuano AW, Leurgans SE, Bennett DA, Schneider JA. Relation

of cerebral vessel disease to Alzheimer’s disease dementia and cognitive
function in elderly people: a cross-sectional study. Lancet Neurol [Internet].
Elsevier Ltd; 2016;15(9):934–43. Available from: https://doi.org/10.1016/
S1474-4422(16)30029-1.

4. Attems J, Jellinger KA. The overlap between vascular disease and
Alzheimer’s disease – lessons from pathology. BMC Med [Internet]. 2014;
12(1):206. Available from: http://www.biomedcentral.com/1741-7015/12/206

5. Sweeney MD, Sagare AP, Zlokovic B V. Blood–brain barrier breakdown in
Alzheimer disease and other neurodegenerative disorders. Nat Publ Gr.
Nature Publishing Group; 2018;14(3):133–150.

6. Nicholls S, Nelson A. HDL and cardiovascular disease. Pathology. 2019;51(2):142–7.
7. Barter P, Genest J. HDL and ASCVD risk stratification – a debate.

Atherosclerosis. 2019;283:7–12.
8. Boyce G, Button EB, Soo S, Wellington C. The pleiotropic vasoprotective

functions of high density lipoproteins (HDL). J Biomed Res. 2017.
9. Yuhanna IS, Zhu Y, Cox BE, Hahner LD, Osborne-Lawrence S, Lu P, et al.

High-density lipoprotein binding to scavenger receptor-BI activates
endothelial nitric oxide synthase. Nat Med. 2001 Jul;7(7):853–7.

10. Nofer JR, van der Giet M, Tolle M, Wolinska I, von Wnuck Lipinski K, Baba
HA, et al. HDL induces NO-dependent vasorelaxation via the
lysophospholipid receptor S1P3. J Clin Invest. 2004;113(4):569–81.

11. Calabresi L, Franceschini G, Sirtori CR, De Palma A, Saresella M, Ferrante P, et
al. Inhibition of VCAM-1 expression in endothelial cells by reconstituted
high density lipoproteins. Biochem Biophys Res Commun. 1997;238(1):61–5.

12. Cockerill G, Rye K, Gamble J, Vadas M, Barter P. High-density lipoproteins
inhibit cytokine-induced expression of endothelial cell adhesion molecules.
Arterioscler Thromb Vasc Biol. 1995;15(11):1987–94.

13. Holzer M, Trieb M, Konya V, Wadsack C, Heinemann A, Marsche G. Aging
affects high-density lipoprotein composition and function. Biochim Biophys
Acta. 2013;1831(9):1442–8.

14. Besler C, Heinrich K, Rohrer L, Doerries C, Riwanto M, Shih DM, et al.
Mechanisms underlying adverse effects of HDL on eNOS-activating pathways
in patients with coronary artery disease. J Clin Invest. 2011;121(7):2693–708.

15. Sorrentino SA, Besler C, Rohrer L, Meyer M, Heinrich K, Bahlmann FH, et al.
Endothelial-vasoprotective effects of high-density lipoprotein are impaired
in patients with type 2 diabetes mellitus but are improved after extended-
release niacin therapy. Circulation. 2009;121(1):110–22.

16. Robert J, Button EB, Yuen B, Gilmour M, Kang K, Bahrabadi A, et al.
Clearance of beta-amyloid is facilitated by apolipoprotein E and circulating
high- density lipoproteins in bioengineered human vessels. Elife. 2017;6.
Available from: https://doi.org/10.7554/eLife.29595.001.

17. Robert J, Button EB, Stukas S, Boyce GK, Gibbs E, Cowan CM, et al. High-density
lipoproteins suppress Aβ-induced PBMC adhesion to human endothelial cells in
bioengineered vessels and in monoculture. Mol Neurodegener. 2017;12(1):60.

18. Jansen IE, Savage JE, Watanabe K, Bryois J, Williams DM, Steinberg S, et al.
Genome-wide meta-analysis identifies new loci and functional pathways
influencing Alzheimer’s disease risk. Nat Genet [Internet]. Springer US; 2019;
51(3):404–13. Available from: https://doi.org/10.1038/s41588-018-0311-9

19. Kunkle BW, Grenier-Boley B, Sims R, Bis JC, Damotte V, Naj AC, et al. Genetic
meta-analysis of diagnosed Alzheimer’s disease identifies new risk loci and
implicates Aβ, tau, immunity and lipid processing. Nat Genet 2019 513
[Internet]. 2019;51(3):414–30. Available from: https://www.nature.com/
articles/s41588-019-0358-2

20. Shih Y, Tsai K, Lee C, Shiesh S, Chen W, Pai M, et al. Apolipoprotein C-III is
an amyloid-β-binding protein and an early marker for Alzheimer’s disease. J
Alzheimers Dis. 2014;41(3):855–65.

21. Bates KA, Sohrabi HR, Rainey-Smith SR, Weinborn M, Bucks RS, Rodrigues M, et
al. Serum high-density lipoprotein is associated with better cognitive function in
a cross-sectional study of aging women. Int J Neurosci [Internet] 2016;7454(July):
1–10. Available from: https://doi.org/10.1080/00207454.2016.1182527

22. Saczynski JS, White L, Peila RL, Rodriguez BL, Launer LJ. The relation
between apolipoprotein A-I and dementia: the Honolulu-Asia aging study.
Am J Epidemiol. 2007;165(9):985–92.

23. Merched A, Xia Y, Visvikis S, Serot JM, Siest G. Decreased high-density
lipoprotein cholesterol and serum apolipoprotein AI concentrations are
highly correlated with the severity of Alzheimer’s disease. Neurobiol Aging.
2000;21(1):27–30.

24. Montañola A, de Retana SF, López-Rueda A, Merino-Zamorano C, Penalba A,
Fernández-Álvarez P, et al. ApoA1, ApoJ and ApoE plasma levels and
genotype frequencies in cerebral amyloid angiopathy. NeuroMolecular Med.
2016;18(1):99–108.

25. Reed B, Villeneuve S, Mack W, DeCarli C, Chui HC, Jagust W. Associations
between serum cholesterol levels and cerebral amyloidosis. JAMA Neurol
[Internet]. 2014;71(2):195. Available from: http://archneur.jamanetwork.com/
article.aspx?doi=10.1001/jamaneurol.2013.5390.

26. Reitz C, Tang M-X, Schupf N, Manly JJ, Mayeux R, Luchsinger JA. Association
of higher levels of high-density lipoprotein cholesterol in elderly individuals
and lower risk of late-onset Alzheimer disease. Arch Neurol. 2010;67(12):
1491–7.

27. Armstrong NM, An Y, Beason-Held L, Doshi J, Erus G, Ferrucci L, et al.
Predictors of neurodegeneration differ between cognitively normal and
subsequently impaired older adults. Neurobiol Aging [Internet]. Elsevier Inc;
2019;75:178–86. Available from: https://doi.org/10.1016/j.neurobiolaging.
2018.10.024

28. Tan Z, Seshadri S, Beiser A, Wilson P, Kiel D, Tocco M, et al. Plasma total
cholesterol level as a risk factor for Alzheimer disease: the Framingham
Study. Arch Intern Med. 2003;163(9):1053–7.

29. Formiga F, Ferrer A, Chivite D, Pinto X, Cuerpo S, Pujol R. Serum high-
density lipoprotein cholesterol levels, their relationship with baseline
functional and cognitive status, and their utility in predicting mortality in
nonagenarians. Geriatr Gerontol Int. 2011;11(3):358–64.

30. Marcum ZA, Walker R, Bobb JF, Sin M, Gray SL, Bowen JD, et al. Serum
cholesterol and incident Alzheimer’s disease: findings from the adult
changes in thought study. J Am Geriatr Soc. 2018;66(12):2344–52.

31. Li G, Shofer J, Kukull W, Peskind E, Tsuang D, Breitner J, et al. Serum
cholesterol and risk of Alzheimer disease: a community-based cohort study.
Neurology. 2005;65(7):1045–50.

32. Mielke MM, Xue Q, Zhou J, Chaves PHM, Fried LP, Carlson MC. Baseline
serum cholesterol is selectively associated with motor speed and not rates
of cognitive decline: the Women’s Health and Aging Study II. J Gerontol A
Biol Sci Med Sci. 2008;63(6):619–24.

Button et al. Alzheimer's Research & Therapy           (2019) 11:44 Page 16 of 18

https://doi.org/10.1016/S1474-4422(16)30029-1
https://doi.org/10.1016/S1474-4422(16)30029-1
http://www.biomedcentral.com/1741-7015/12/206
https://doi.org/10.7554/eLife.29595.001
https://doi.org/10.1038/s41588-018-0311-9
https://www.nature.com/articles/s41588-019-0358-2
https://www.nature.com/articles/s41588-019-0358-2
https://doi.org/10.1080/00207454.2016.1182527
https://doi.org/10.1016/j.neurobiolaging.2018.10.024
https://doi.org/10.1016/j.neurobiolaging.2018.10.024


33. Yaffe K, Barrett-Connor E, Lin F, Grady D. Serum lipoprotein levels, statin use,
and cognitive function in older women. Arch Neurol. 2002;59(3):378–84.

34. Lefterov I, Fitz NF, Cronican AA, Fogg A, Lefterov P, Kodali R, et al.
Apolipoprotein A-I deficiency increases cerebral amyloid angiopathy and
cognitive deficits in APP/PS1DeltaE9 mice. J Biol Chem. 2010;285(47):36945–57.

35. Fitz NF, Tapias V, Cronican AA, Castranio EL, Saleem M, Carter AY, et al.
Opposing effects of Apoe/Apoa1 double deletion on amyloid-β pathology
and cognitive performance in APP mice. Brain [Internet]. 2015:1–17
Available from: https://doi.org/10.1093/brain/awv293

36. Fagan AM, Christopher E, Taylor JW, Parsadanian M, Spinner M, Watson M,
et al. ApoAI deficiency results in marked reductions in plasma cholesterol
but no alterations in amyloid-beta pathology in a mouse model of
Alzheimer’s disease-like cerebral amyloidosis. Am J Pathol [Internet].
American Society for Investigative Pathology; 2004;165(4):1413–22. Available
from: https://doi.org/10.1016/S0002-9440(10)63399-8.

37. Lewis TL, Cao D, Lu H, Mans RA, Su YR, Jungbauer L, et al. Overexpression
of human apolipoprotein A-I preserves cognitive function and attenuates
neuroinflammation and cerebral amyloid angiopathy in a mouse model of
Alzheimer. J Biol Chem. 2010;285(47):36958–68.

38. Song Q, Song H, Xu J, Huang J, Hu M, Gu X, et al. Biomimetic ApoE-
reconstituted high density lipoprotein nanocarrier for blood-brain barrier
penetration and amyloid beta-targeting drug delivery. Mol Pharm. 2016;
13(11):3976–87.

39. Fernández-de Retana S, Montañola A, Marazuela P, De La Cuesta M, Batlle A,
Fatar M, et al. Intravenous treatment with human recombinant ApoA-I
Milano reduces beta amyloid cerebral deposition in the APP23-transgenic
mouse model of Alzheimer’s disease. Neurobiol Aging [Internet]. Elsevier
Inc; 2017;60:116–128. Available from: https://doi.org/10.1016/j.
neurobiolaging.2017.08.028

40. Robert J, Stukas S, Button E, Hang W, Lee M, Fan J, et al. Reconstituted
high-density lipoproteins acutely reduce soluble brain A β levels in
symptomatic APP/PS1 mice. Biochim Biophys Acta [Internet]. Elsevier B.V.;
2015;1862(5):1027–1036. Available from: https://doi.org/10.1016/j.bbadis.
2015.10.005

41. Handattu SP, Garber DW, Monroe CE, van Groen T, Kadish I, Nayyar G, et al.
Oral apolipoprotein A-I mimetic peptide improves cognitive function and
reduces amyloid burden in a mouse model of Alzheimer’s disease.
Neurobiol Dis [Internet]. Elsevier Inc.; 2009;34(3):525–34. Available from:
https://doi.org/10.1016/j.nbd.2009.03.007

42. Robert J, Stukas S, Button E, Hang W, Lee M, Fan J, et al. Reconstituted
high-density lipoproteins acutely reduce soluble brain A β levels in
symptomatic APP/PS1 mice. BBA - Mol Basis Dis [Internet]. Elsevier B.V.;
2016;1862(5):1027–1036. Available from: https://doi.org/10.1016/j.bbadis.
2015.10.005

43. Song Q, Huang M, Yao L, Wang X, Gu X, Chen J, et al. Lipoprotein-based
nanoparticles rescue the memory loss of mice with alzheimer’s disease by
accelerating the clearance of amyloid-beta. ACS Nano. 2014;8(3):2345–59.

44. Jankowsky JL, Fadale DJ, Anderson J, Xu GM, Gonzales V, Jenkins NA, et al.
Mutant presenilins specifically elevate the levels of the 42 residue beta-
amyloid peptide in vivo : evidence for augmentation of a 42-specific
gamma secretase. Hum Mol Genet. 2004;13(2):159–70.

45. Wilcock DM, Gordon MN, Morgan D. Quantification of cerebral amyloid
angiopathy and parenchymal amyloid plaques with Congo red
histochemical stain. Nat Protoc. 2006;1(3):1591–5.

46. Xiang Y, Le BX, Liu YH, Zhu C, Shen LL, Jiao SS, et al. Physiological
amyloid-beta clearance in the periphery and its therapeutic potential
for Alzheimer’s disease. Acta Neuropathol. Springer Berlin Heidelberg.
2015;130(4):487–99.

47. Lane DS, Thakker DR, Weatherspoon MR, Harrison J, Shafer LL, Stewart GR,
et al. Intracerebroventricular amyloid- antibodies reduce cerebral amyloid
angiopathy and associated micro-hemorrhages in aged Tg2576 mice. Proc
Natl Acad Sci. 2009;106(11):4501–6.

48. Plump AS, Azrolan N, Odaka H, Wu L, Jiang X, Tall A, et al. ApoA-I knockout
mice: characterization of HDL metabolism in homozygotes and
identification of a post-RNA mechanism of apoA-l up-regulation in
heterozygotes. J Lipid Res. 1997;38:1033–47.

49. Li H, Reddick RL, Maeda N. Lack of apoA-I is not associated with increased
susceptibility to atherosclerosis in mice. Atheroscler Thromb Vasc Biol. 1993;
13(12):1814–21.

50. Tang J, Wang G, Guo Z-N, Miao L, Hartman RE, Pearce WJ, et al. Role of
PDGF-D and PDGFR-β in neuroinflammation in experimental ICH mice

model. Exp Neurol [Internet]. Elsevier Inc.; 2016;283:157–164. Available from:
https://doi.org/10.1016/j.expneurol.2016.06.010

51. Akiyama H, Kawamata T, Yamada T, Tooyama I, Ishii T, McGeer P. Expression
of intercellular adhesion molecule (ICAM)-1 by a subset of astrocytes in
Alzheimer disease and some other degenerative neurological disorders.
Acta Neuropathol. 1993;85(6):628–34.

52. Verbeek MM, Otte-Höller I, Westphal JR, Wesseling P, Ruiter DJ, de Waal RM.
Accumulation of intercellular adhesion molecule-1 in senile plaques in brain
tissue of patients with Alzheimer’s disease. Am J Pathol [Internet]. 1994;
144(1):104–116. Available from: http://www.ncbi.nlm.nih.gov/pubmed/
7904796%0Ahttp://www.pubmedcentral.nih.gov/articlerender.fcgi?artid=
PMC1887111

53. Miguel-Hidalgo JJ, Nithuairisg S, Stockmeier C, Rajkowska G. Distribution of
ICAM-1 immunoreactivity during aging in the human orbitofrontal cortex.
Brain Behav Immun. 2007;21(1):100–11.

54. Bell MD, Perry VH. Adhesion molecule expression on murine cerebral
endothelium following the injection of a proinflammagen or during acute
neuronal degeneration. J Neurocytol. 1995;24(9):695–710.

55. Stukas S, Robert J, Lee M, Kulic I, Carr M, Tourigny K, et al. Intravenously
injected human apolipoprotein A-I rapidly enters the central nervous
system via the choroid plexus. J Am Hear Assoc [Internet]. 2014;3(6):
e001156. Available from: http://jaha.ahajournals.org/cgi/doi/10.1161/JAHA.
114.001156

56. De ND, Labzin LI, Kono H, Seki R, Schmidt SV, Beyer M, et al. High-density
lipoprotein mediates anti-inflammatory reprogramming of macrophages via
the transcriptional regulator ATF3. Nat Immunol. 2014;15(2):341–9.

57. Kimura T, Tomura H, Mogi C, Kuwabara A, Damirin A, Ishizuka T, et al. Role
of scavenger receptor class B type I and sphingosine 1-phosphate receptors
in high density lipoprotein-induced inhibition of adhesion molecule
expression in endothelial cells. J Biol Chem. 2006;281(49):37457–67.

58. Rye K, Barter PJ. Cardioprotective functions of HDLs. J Lip. 2014;55(2):168–79.
59. Moore RE, Kawashiri M, Kitajima K, Secreto A, Millar JS, Pratico D, et al.

Apolipoprotein A-I deficiency results in markedly increased atherosclerosis
in mice lacking the LDL receptor. Atheroscler Thromb Vasc Biol. 2003;23(10):
1914–20.

60. Götz A, Lehti M, Donelan E, Striese C, Cucuruz S, Sachs S, et al. Circulating
HDL levels control hypothalamic astrogliosis via apoA-I. J Lipid Res. 2018;
59(9):1649–59.

61. Larsson SC, Markus HS. Does treating vascular risk factors prevent dementia
and Alzheimer’s disease? A systematic review and meta-analysis. J
Alzheimers Dis. 2018;64(2):657–68.

62. Kingwell BA, Chapman MJ, Kontush A, Miller NE. HDL-targeted therapies :
progress, failures and future. Nat Rev Drug Discov. 2014;13(6):445–64.
Available from. https://doi.org/10.1038/nrd4279.

63. Vucic E, Rosenson RS. Recombinant high-density lipoprotein formulations.
Curr Atheroscler Rep. 2011;13(1):81–7.

64. Nicholls SJ, Andrews J, Kastelein JJP, Merkely B, Nissen SE, Ray KK, et al.
Effect of serial infusions of CER-001, a pre-β High-density lipoprotein
mimetic, on coronary atherosclerosis in patients following acute
coronary syndromes in the CER-001 atherosclerosis regression acute
coronary syndrome trial: a randomized clinical tria. JAMA Cardiol. 2018;
3(9):815–22.

65. Nicholls SJ, Puri R, Ballantyne CM, Jukema JW, Kastelein JJP, Koenig W, et al.
Effect of infusion of high-density lipoprotein mimetic containing
recombinant apolipoprotein A-I Milano on coronary disease in patients with
an acute coronary syndrome in the MILANO-PILOT trial: a randomized
clinical trial. JAMA Cardiol. 2018;3(9):806–14.

66. Tardif JC, Ballantyne CM, Barter P, Dasseux JL, Fayad ZA, Guertin MC, et al.
Effects of the high-density lipoprotein mimetic agent CER-001 on coronary
atherosclerosis in patients with acute coronary syndromes: a randomized
trial. Eur Heart J. 2014;35(46):3277–86.

67. Bloedon LT, Dunbar R, Duffy D, Pinell-Salles P, Norris R, DeGroot BJ, et al.
Safety, pharmacokinetics, and pharmacodynamics of oral apoA-I mimetic
peptide D-4F in high-risk cardiovascular patients. J Lipid Res [Internet]. 2008;
49(6):1344–1352. Available from: http://www.jlr.org/lookup/doi/10.1194/jlr.
P800003-JLR200

68. Watson CE, Weissbach N, Kjems L, Ayalasomayajula S, Zhang Y, Chang I, et
al. Treatment of patients with cardiovascular disease with L-4F, an apo-A1
mimetic, did not improve select biomarkers of HDL function. J Lipid Res.
2011;52(2):361–73 Available from: http://www.jlr.org/lookup/doi/10.1194/jlr.
M011098.

Button et al. Alzheimer's Research & Therapy           (2019) 11:44 Page 17 of 18

https://doi.org/10.1093/brain/awv293
https://doi.org/10.1016/S0002-9440(10)63399-8
https://doi.org/10.1016/j.neurobiolaging.2017.08.028
https://doi.org/10.1016/j.neurobiolaging.2017.08.028
https://doi.org/10.1016/j.bbadis.2015.10.005
https://doi.org/10.1016/j.bbadis.2015.10.005
https://doi.org/10.1016/j.nbd.2009.03.007
https://doi.org/10.1016/j.bbadis.2015.10.005
https://doi.org/10.1016/j.bbadis.2015.10.005
https://doi.org/10.1016/j.expneurol.2016.06.010
http://jaha.ahajournals.org/cgi/doi/10.1161/JAHA.114.001156
http://jaha.ahajournals.org/cgi/doi/10.1161/JAHA.114.001156
https://doi.org/10.1038/nrd4279
http://www.jlr.org/lookup/doi/10.1194/jlr.P800003-JLR200
http://www.jlr.org/lookup/doi/10.1194/jlr.P800003-JLR200
http://www.jlr.org/lookup/doi/10.1194/jlr.M011098
http://www.jlr.org/lookup/doi/10.1194/jlr.M011098


69. Gibson CM, Korjian S, Tricoci P, Daaboul Y, Yee M, Jain P, et al. Safety and
tolerability of CSL112, a reconstituted, infusible, plasma-derived apolipoprotein
A-I, after acute myocardial infarction: the AEGIS-I Trial (ApoA-I Event Reducing
in Ischemic Syndromes I). Circulation. 2016;134(24):1918–30.

70. Waksman R, Torguson R, Kent KM, Pichard AD, Suddath WO, Satler LF, et al.
A first-in-man, randomized, placebo-controlled study to evaluate the safety
and feasibility of autologous delipidated high-density lipoprotein plasma
infusions in patients with acute coronary syndrome. J Am Coll Cardiol
[Internet]. Elsevier Inc.; 2010;55(24):2727–35. Available from: https://doi.org/
10.1016/j.jacc.2009.12.067

71. Nicholls SJ, Gordon A, Johansson J, Wolski K, Ballantyne CM, Kastelein JJP, et
al. Efficacy and safety of a novel oral inducer of apolipoprotein A-I synthesis
in statin-treated patients with stable coronary artery disease: a randomized
controlled trial. J Am Coll Cardiol [Internet]. Elsevier Inc.; 2011;57(9):1111–9.
Available from: https://doi.org/10.1016/j.jacc.2010.11.015

72. Nicholls SJ, Puri R, Wolski K, Ballantyne CM, Barter PJ, Brewer HB, et al. Effect
of the BET protein inhibitor, RVX-208, on progression of coronary
atherosclerosis: results of the phase 2b, randomized, double-blind,
multicenter, ASSURE Trial. Am J Cardiovasc Drugs. 2016;16(1):55–65.

73. Cummings J, Lee G, Ritter A, Zhong K. Alzheimer’ s disease drug
development pipeline: 2018. Alzheimer’s Dement Transl Res Clin Interv
[Internet]. Elsevier Inc.; 2018;4:195–214. Available from: https://doi.org/10.
1016/j.trci.2018.03.009

74. Sevigny J, Chiao P, Bussière T, Weinreb PH, Williams L, Maier M, et al. The
antibody aducanumab reduces Aβ plaques in Alzheimer’s disease. Nature.
2016;537(7618):50–6. Available from. https://doi.org/10.1038/nature19323.

75. Sperling R, Salloway S, Brooks DJ, Tampieri D, Barakos J, Fox NC, et al.
Amyloid-related imaging abnormalities in patients with Alzheimer’s disease
treated with bapineuzumab: a retrospective analysis. Lancet Neurol
[Internet]. Elsevier Ltd; 2012;11(3):241–9. Available from: https://doi.org/10.
1016/S1474-4422(12)70015-7.

76. Banerjee G, Carare R, Cordonnier C, Greenberg SM, Schneider JA, Smith EE, et
al. The increasing impact of cerebral amyloid angiopathy: essential new
insights for clinical practice. J Neurol Neurosurg Psychiatry. 2017;88(11):982–94.

77. Kirshner HS, Bradshaw M, Bradshaw M. The Inflammatory Form of Cerebral
Amyloid Angiopathy or B Cerebral Amyloid Angiopathy-Related
Inflammation ^ ( CAARI ); 2015. p. 2–7.

78. Mazure CM, Swendsen J. Sex differences in Alzheimer’s disease and other
dementias. Lancet Neurol. 2016;15(5):451–2.

Button et al. Alzheimer's Research & Therapy           (2019) 11:44 Page 18 of 18

https://doi.org/10.1016/j.jacc.2009.12.067
https://doi.org/10.1016/j.jacc.2009.12.067
https://doi.org/10.1016/j.jacc.2010.11.015
https://doi.org/10.1016/j.trci.2018.03.009
https://doi.org/10.1016/j.trci.2018.03.009
https://doi.org/10.1038/nature19323
https://doi.org/10.1016/S1474-4422(12)70015-7
https://doi.org/10.1016/S1474-4422(12)70015-7

	Abstract
	Background
	Methods
	Results
	Conclusions

	Background
	Materials and methods
	Animals
	Tissue collection
	Plasma lipid measurements
	Histology
	Image analysis
	Protein extraction
	Elisa
	RNA isolation and RT-qPCR
	Contextual and cued fear conditioning
	Training
	Context testing
	Cued testing

	Statistical analysis

	Results
	Loss of apoA-I significantly reduces plasma total and HDL cholesterol levels
	ApoA-I deficiency increases cortical parenchymal and vascular amyloid burden of APP/PS1 mice
	ApoA-I deficiency increases cortical levels of pro-inflammatory protein and mRNA markers in APP/PS1 mice
	ApoA-I deficiency increases total ICAM-1 protein levels in the brain, total ICAM-1 positive area in the hippocampus, and vascular ICAM-1 levels in the cortex and hippocampus of APP/PS1 mice
	ApoA-I deficiency exacerbates Aβ-mediated increases in total and cerebrovascular GFAP levels in both cortex and hippocampus
	ApoA-I deficiency does not significantly affect contextual or cued fear memory

	Discussion
	Conclusions
	Additional files
	Abbreviations
	Acknowledgements
	Funding
	Availability of data and materials
	Authors’ contributions
	Ethics approval and consent to participate
	Consent for publication
	Competing interests
	Publisher’s Note
	Author details
	References

